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Selected paper 



A. ceylanicum Taxonomy

• K: Animalia

• P: Nematoda

• C:Chromadorea

• O:Rhabditida

• F:Ancylostomatidae

• G: Ancylostoma

• S: A. ceylanicum

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=33208&lvl=3&keep=1&srchmode=1&unlock
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=6231&lvl=3&keep=1&srchmode=1&unlock
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=119089&lvl=3&keep=1&srchmode=1&unlock
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=6236&lvl=3&keep=1&srchmode=1&unlock
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=6296&lvl=3&keep=1&srchmode=1&unlock
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Undef&id=7208&lvl=3&keep=1&srchmode=1&unlock
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=7209&lvl=3&lin=f&keep=1&srchmode=1&unlock


A. ceylanicum: History & Discovery

§ Discovered in 1911 by Arthur Looss. 

§ Studying bilharzia in Egypt.

§ A. braziliense and A. ceylanicum was 
Considered synonymous due to the 
apparent similarities in almost all respects.
§ In 1951, Biocca made study and he could identify between 

the two species.



A. ceylanicum: Physical characteristic 

§ parasitic roundworm . 

§ about 6–10 mm long.

§ Life span from 1-15 years 

§ Have a mouth like other hookworm
with cutting plate with a sharp dorsal end

§ Female :tapered narrow posterior end

§ Male: have a feathery posterior end.



A. ceylanicum: Geographic distribution 



A. ceylanicum: infection information

§ A. ceylanicum enter to the host
by burrowing into skin. 

§ Pass with the bloodstream until it 
leads to the small intestine.

§ In small intestine it feed on the blood
and causing animea.

§ accompanied significant loss in body weight.

§ It may cause iron deficiency, hypoalbuminemia, in addition 
to animea.



A. ceylanicum: Parasitism

• A. ceylanicum dose not have an intimidate 
host. Therefore human can be primary host.

• Can be seen in the skin of the host.



A. ceylanicum:  Sequencing sample info

§ All specimens of Ancylostoma
ceylanicum were collected from 
Golden Syrian hamsters.

§ The Aroian laboratory strain of
A. ceylanicum used in this
work has been designated HY135



A. ceylanicum : Sequencing method 
§ Illumina sequencing method



A. ceylanicum : Genome assembly 

-Genomic assembly
§ Contigs= 32 Kb
§ Genome size = 347 Mb
§ Scaffolds = 1 kb
§ Scaffolds N50 = 668 Kb

-cDNA assembly
§ Contigs= 332 kb
§ Genomic size=64 Mb
§ Scaffolds= 332 kb
§ Scaffolds N50=294 



A. ceylanicum : Interesting genome outcome  

§ About 40.5% of the genomic DNA was repetitive.

§ The GC% was about 43.4% for genomic DNA while 44.6 for 
cDNA.  



Questions 

1. What is the intermediate host of A. ceylanicum?

2. what was the sequencing method that was used and give a brief 
description about the steps?



Thank You for 
Listening 


