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General Information

• The striped beakfish (Oplegnathus fasciatus), also known as 

the barred knifejaw

• From family Opleganthidae



General Information

• Strong teeth

• Length : 80.0 cm

• maximal recorded weight is 6.5 kg



General Information

• It is native to the northwestern Pacific Ocean

• Hawaii, Korea and Japan 
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General Genome Information

Genome size 245.0 Gb

Gene number 24,003 genes

Number of chromosome 24 chromosomes

Sequencing method PacBio & Illumina 

Sequencing strategy 

Contig N50 2.1 Mb

Scaffold N50 33.5 Mb



Sequencing Strategy

• The source of genome is from muscle tissue and blood 

samples from a single female O. fasciatus. 



Sequencing Method

• Pacific Bioscience (PacBio) Sequencing:

• Illumina:



Genome Assembly



Genome Outcome


